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RESEe $od BEAE s~ad D iR Schwalb®d) Wz Weagen
W% glucosed] FEE 3k Wske] Ahg3+g oH(Table 1). '

A £ stxel B3 2 Greenberg & Penman® 7e]a Lee et al. 198 wlddgla 0~4T 4]
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Table 1. Media were used in culture

constituents unit Medium A medium B medium C medium D medium E  nedium F

Glucose g 1 4 8 12 16 20
L-asparagine g 2 2 2 2 2 2
K-HPO, g 1 1 1 1 1 1
KH,PO, g 0.46 0.46 0.46 0.46 0.46 0.46
MgSO0,+7H-0 g 0.5 0.5 0.5 0.5 0.5 0.5
Thiamin-HCl y22e3 120 120 120 120 120 120
D.W. e 1,000 1, 000 1,000 1,000 1,000 1,000
MYCELIUM
‘hypotonic TKM buffer
Homogenate
(5,000xg 10min, )
! 2 times
I , I
Ppt. Sup.
(discard) |
“combined Sup,”
(5,000xg, 30min, )
I
Ppt. Sup.
' with DNase cytoplasm
warming, 37T, 2min,
cooling, - rapidly
(IO.OOOXgI 10min, )
| |
Ppt. Sup.
(nucleolar) . (nucleoplasm)

Fig. 1. Subcellular fractionation from the mycelium of S. commune.
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Fig. 2. Changes in the synthesis of Hn-RNA and m-RNA of second hyphae
of 8. commune during their life cycle,

A: hyphae fusion growth stage. B,C,D: vegetative dlkaryon growth stage.
E,F: primordia formation stage,
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Fig. 3. Changes in the synthesis of fotal RNA and rRNA of second
hyphae of S. communc during their life cycle. ‘
A': hyphae fusion growth stage. B,C.D: vegetative dikaryon growth stage.
E,F: primordia formation stage,
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Fig. 4. Labeling charaeters of RNAs in S. commune treated with sH-
uridine for 5 hours during second hyphae differentiation.
A: hyphae fusion growth stage. B,C.D: vegetative dikafyon growth stage.
E,F: primordia formation stage.
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Fig. 5. Labeling characters of RNAs in monohyphae of S. commune
treated with *H-uridine for 5 hours,
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> Abstract <

Biosynthesis and processing of cytoplasmic rRNA precursor during life cycle of
Schizophyllum commune Fr. were studied by using *H-uridine.

1. Incorporations of *H-uridine were high during primordia formation stage in second
hyphae and were high during 288 hours cultures in monohyphae but declined during 240
hours cultures. Incorporations of 3H-uridine into rRNA were more rapid 2.5-folds at
second hyphae than monohyphaé.

2. Biosynthesis of RNA were high at primordia formation stage in second hyphae
and were high during period cultures from 240 hours to 288 hours at monohyphae.

Biosynthesis of RNA were higher 2-folds at second hyphae than monohyphae.



